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Progress in adding a mobility dimension to preexisting API-MS systems is discussed, based on
inserting a differential mobility analyzer (DMA) as part of the MS’s atmospheric pressure ion source.
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A novel hemispherical FAIMS cell is introduced which allows ions to travel equal path lengths while
minimizing diffusional losses and improving ion resolution without sacrificing ion transmission.
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This work investigates planar DMS. We discuss the principles of DMS separations and highlight the

theoretical underpinnings. A variety of experimental results illustrate the performance of this type
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A novel ESI-HRIMS allowed rapid quantitative trace level explosives analysis with resolving
power > 60, where thermally labile explosives like PETN and TATP were detected intact.
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The effect of drift gas and binary gas mixtures on the separation of active pharmaceutical
ingredients and related compounds has been investigated using ion mobility-mass spectrometry.
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Here, we use ion mobility-mass spectrometry to investigate the effects of aqueous buffer removal
on the structure of an archetypal ring complex, GroEL, an 800 kDa chaperone protein complex from
Escherichia coli.
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The effect of zinc on the conformations of p53 is explored by IM-MS.
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The basis for a high confidence level peptide, small protein, and peptide/protein ionic complexes
analyses based on a database of ion-helium collision cross-sections is provided.

Insulin Oligomers

lon-Helium CCS (A7)

t
Cligomer Size




viii Contents

119-127

. . . . . . . . 8.16 ms
Characterization of simple isomeric oligosaccharides and the rapid 1

separation of glycan mixtures by ion mobility mass spectrometry | S owu

Jonathan P. Williams, Megan Grabenauer, Richard J. Holland,

Catherine J. Carpenter, Mark R. Wormald, Kevin Giles, David J. Harvey,
Robert H. Bateman, James H. Scrivens, Michael T. Bowers

relative intensity

Traveling wave-based and standard drift tube ion mobility techniques were used to examine ] g’})n-
gas-phase conformations of a series of isomeric oligosaccharides and N-linked glycans from various

sources. 0

arrival time (ms)

The Publisher encourage the submission of articles in electronic form thus saving time and avoiding rekeying errors.
Please refer to the online version of the Guide for Authors at http://www.elsevier.com/locate/maspec

ScienceDirect

Full text of this journal is available, on-line from ScienceDirect. Visite www.sciencedirect.com for more information.




